Key indicators: single-crystal X-ray study; T = 293 K; mean (C-C) = 0.007 Å; disorder in main residue; R factor = 0.037; wR factor = 0.104; data-to-parameter ratio = 15.2.
In the crystal structure of the title salt, [Ag(NH 3 ) 2 ] 4 -(C 7 H 6 O 7 S 2 ) 2 ÁH 2 O, the four independent Ag I complex cations all lie on special positions of m site symmetry, as do the two independent 2-hydroxy-5-methylbenzene-1,3-disulfonate anions. The Ag I cations exist in an almost linear coordination geometry [N-Ag-N = 175.2 (2), 178.08 (16), 175.8 (2) and 178.20 (19) ]. The water molecule is disordered about a mirror plane. Two independent complex cations are linked by an AgÁ Á ÁAg interaction of 3.3151 (1) Å , furnishing a linear [Ag(NH 3 ) 2 ] n polycationic chain running along b. The free complex cations, polycationic chain and 2-hydroxy-5-methylbenzene-1,3-disulfonate anions interact via N-HÁ Á ÁO and O-HÁ Á ÁO hydrogen bonds, forming a three-dimensional network.
Related literature
For background literature, see: Deng et al. (2011) . For the synthesis of disulfonic acid, see: Lambrechts et al. (1985) .
Experimental
Crystal data [Ag(NH 3 Table 1 Hydrogen-bond geometry (Å , ). 
Silver nitrate (2 mmol) and 2-hydroxy-5-methylbenzene-1,3-disulfonic acid (1 mmol) were mixed in water (15 ml); the pH value was adjusted to ca 6 by the addition of ammonium hydroxide. The solution was filtered; colorless crystals were isolated from the solution, which was kept away from light, after several days.
Refinement
Carbon-bound H-atoms were generated geometrically and were included in the riding model approximation for the aromatic The O atoms of one -SO 3 groups were allowed to refine off the mirror plane. The S-O distances were restrained to within ±0.01 Å of each other, as were the O···O distances. Their anisotropic temperature factors were restrained to be nearly isotropic.
The largest peak was 0.92 Å from Ag1 and deepest hole 0.66 Å from Ag1.
Omitted because of bad disagreement were -1 1 1 and 1 1 2 reflections.
supplementary materials sup-2 O2-S1-C1-C2 0.0 O10-S4-C8-C9 −59.94 (14) O1-S1-C1-C6 60.58 (14) C13-C8-C9-O9 180.0 Symmetry codes: (iv) x, y−1, z; (v) x−1/2, y−1/2, z; (vi) −x+1/2, −y+3/2, −z+1; (vii) −x+1, −y+2, −z+1; (viii) −x+1, y+1, −z+1.
Hydrogen-bond geometry (Å, °)

